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2 miRNA 18 X558 LRI HFAE S 4

Bitx¥E

miRNA AR EZEW L XRBEAES LT
ZEBRAENHEEKEE. Hf,1993—2002
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H4 LA B R 2R BE Bt o el
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2 P EBER hE 521 2.82%
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4 BEE - KFREHRHF  EHE 464 2.52%
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6 L TERE BE 344 1.86Y%
7 BREHRFEER *H 283 1.53%

B IE 0
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3257 Microrna expression profiles classify human cancers Todd R Golub,2ZE (B#),2005 BSR4
2153 A microrna expression signature of human solid Carlo M Croce, 2E (EEBEZXRFBEk EEFaE
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2068 Microrna signatures in human cancers Carlo M Croce, 2 (HRABELZR), BKE#
2006
1809 Combinatorial microrna target predictions Nikolaus Rajewsky, (B#R#{E3),2006 HFEYE
EH Higtfe ¥
1621 A microrna polycistron as a potential human oncogene ;r;ory ] Hannon, {H#A),2005 5 25 4
1605 RAS is regulated by the let-7 microrna family Frank J Slack,£HE  (49H8), 2005 SFEYE
Hittk¥
1581 Human microrna genes are frequently located at fragile Carlo M Croce, £E (ERERPERE oTFLEY%
sites and genomic regions involved in cancers Fi),2004 5@k
1576 MIRBASE;: tools for microrna genomics S Griffiths-Jones, CHEBRA T, 2008 EY 54y
kHE b2
1446 MIRBASE: microrna sequences, targets and gene no- S Griffiths-Jones, (BB SE ), 2006 S5 Y
menclature RE A=
1368 MicroRNA gene expression deregulation in human Carlo M Croce, 2H  (BEBFR )Y, 2005 BRES
breast cancer
1333 A mammalian microRNA expression atlas based on Mihaela Zavolan, B¢+ (40 ),2007 STFHEYE
small RNA library sequencing ThomasTuschl, X E Haky
1330  MicroRNA genes are transcribed by RNA polymerase VNarry Kim, 5 E (R THEY%E HTFLEYF
I Sk ), 2004 5 &%
1303  MicroRNA targeting specificity in mammals; determi- Lee P Lim, % H AT 4D, 2007 DFEYE -
nants beyond seed pairing David P Bartel, £ H Hig
1255 UniqUE microRNA molecular profiles in lung cancer Curtis C Harris, (B4, 2006 S YR
diagnosis and prognosis e itk
1132 NF-Kappa B-Dependent induction of microRNA MIR- David Baltimore, ((EBERMN¥EER ST4EY*¥
146, an inhibitor targeted to signaling proteins of in- £E Fi%,2006 B
nate immune responses
1114 A microRNA signature associated with prognosis and Carlo M Croce, 5H (FE B L E ¥ WBKRES
progression in chronic lymphocytic leukemia #*),2005
1084 MicroRNA-21 is an antiapoptotic factor in human glio- Anna M Krichev- (SEIEBFF),2005 It PR BE %
blastoma cells sky, 2 H
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& 11,1993—2013 4[] , miRNA HEHFE B
SC R FAE A A B 2 U B K P 28 7 Cell. Nature,
Science B L E N 323 &, H £ H 264 8%k,
HEE A7 ER P ENE 11 SR, BIREEXE S
B KB BAUE — 1, R 4k B0 4 B 2 B 55 7 19 R 2%
EHRR, EATE I XHEEFSEL X, XE—
EREFHPARE miRNA S8 5 A4 5 K E 55t
AR GET BBEIGEEHRD B, Q55 TR
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PR, XA RERE —FHFER 5 A
HEREE.
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£ TDA R0, 1R 48 B M5 2 300 B R BUE
SR, BT 2 SCER I S B RN AAR , AR T RS AR
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(1) miRNA B AKX MR E BT . % ILE
BV EREUREI KR D &l SRRk
BE, Bl F 8 B4 ETE miRNA R +H EE
AEVER]. AL B0y (8 3% /5 #4E , £ miRNA B
MR BEEPHEXEAA RELZIMN lind f
let-7 B3R B T H ., #MIIFFAKREREY miRNA
PR RIFXT R, \R T Y miRNA EEY
B ARG SFEHRARHR. DA RIBE miR-
NAZERKBRERE . BEERE T HMIEHRE
FEEEX., B4R EY KB EREBLY $
REHAE T miRNA FiE8%,

(2) miRNAIEMRWER T L - FARER
W B F1F — R F 5 R (0 MPSS, 454~
FLX.Solexa #) ZE MBI IF KRB . EXRLEHEY N4 5
EF W miRNA, BiEA Y B E0WHNE R,
TR MEESH RUE R miRNA R iE—
BIRERT R B B M, AP E B ¥ EH R miRNA
R RS PR AENE, S8
POt PCROEH R X E A U FREHAHRE
miRNA I #47 &R UL 57 .
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(3) miRNA Y& B AR E A Y 4 A
DCL1 25 TRk miRNA FIiéE miRNA 84 K,
B miRNA 5 Argonaute EHEFERNEE &
R OAEEERER. EWMEAOBE, DU
(Moss Physcomitrella Patens) miRNA 5 # FH 4
DNA HIE AL %, A H B HP5F miR-92a, miR-103
EMEPRETE, 17 miR-21 RBERELKEY
e %, 4, miR-34 5 P53 & [ .miR15a/miR-
16 5 BCL-2 ZEH.let-7 5§ Cmyc EHZ E W HE
fERSHBRERRX,

(4) 5HEBHM ¥ miRNA B 5 : miR-17 . miR-
21, miR-145, miR-208a, miR-126 % 7£ .0> Ifl & YK 9"
(AR L JE 0 3598 (B Bk AR R 4k . .0 LR FE 55D
HEFSREE, B EBRIT R . /R KRR
B # miRNA-9,miRNA-125b f1 miRNA-146a B3
FEEFERE FF,mR3I BEESELDIER
WIRITHRT A LS. SMRMXK miRNA BF5E
BL, RER B RS EKER A MR (CLLKFA
¥4 mir-15a fl mir-16-1 XEENBRERERET
. miR-17-92 #8 5 B 40 ¥ B8 JE B AH K, miR-
146a B Mg FIh8E, mir-143 1 mir-145 545
P LR RIFI R . TEREARCESHARA
HHETRSES%.
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SR MARXRERK HRAAREREY B
MR FRGEE, RIEEREFRDEFEFRMESF
PR ARG

(2) miRNA HFRVIMIAR FEEPERE.
hEAMRE (R EEARR . KPP EENHE
LHEIBR LTI, REREIE .
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miRNA BBt RS PR e AT — 280 ) « 3 —
AW B AR, 4 % miRNA (miR21/miR15/let-7/
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(4) st miRNA # X R B ERZ X K
FR AN EHEXERR.

(5) RE miRNA SR EL BB, HERE
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BESTFHEYAREDR . EYREWEFEN

WA — R IR R R A T HRRG X,
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AR R 2 [0 FFBE miRNA 41765 58 50 3 9, 3
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2R TREE. B4 BERFRXER 2 HIR,
U HBRER, SRR — R EA B R E
BEEMEA R EER S REMBE IR IE, $
B7E miRNA % TR 5 0 L8 R, R RE
miRNA L RERREE.
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Bibliometrical analysis of miRNA-related papers in Web of Science database

Du Quansheng
(General Of fice of National Natural Science Foundation of China, Beijing 100085)

Abstract miRNA(microRNA) are a class of endogenous non-coding tiny RNAs, which implement impor-
tant gene regulatory function in eukaryotic cells. and miRNA has become the research focus in both life sci-
ence and preclinical medicine in recent years. Thomson Data Analyzer was used to perform bibliometric a-
nalysis of miRNA papers published from 1993 to 2013, in the database of Science Citation Index Expanded
(SCIE), and the recent progress and developing trend in the field.
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